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Vl< (amended) An isolated nucleic acid comprising a nucleotide sequence 
encoding>-&$cretoiy signal sequence comprising the amino acid sequence SEP 
ID NO: 10 [MRVLVbALAVALAVGDQSNLG], or variants of said ammo acid 



sequence that comprise 



servative replacements thereof that retain the 
ion of a fusion protein from a cell and 



^biological activities of directing (s 
cleavage of the secretory signal sequenfes^from the fusion protein 



^t^^^idgd) The [An] isolated nucleic acid of claim 1 , wherein the 
f^Viucleotide sequence endtrdingrtie secretory signal sequence is SEP ID NO: 11 
y [att cac ate cac cag cc atg agg gtg^ctTgta-Gt^gc^ctt get gtg get etc gca gtg ggg 
gac cag tec aac ttg ggg]. 

« . (amended) The [An] isolated nucleic acid of claim 1 , wherein the cell 
from whi<sh secretion is directed is a eukaryotic cell. 

(^(amenckd) The [An] isolated nucleic acid of claim 1, wherein the cell 
from which secretion is directed is a prokaryotic cell. 



5^ (amended) The [AriUsolated nucleic acid of claim 1, wherein the 
secretory signal sequence is cloved between the G and D residues in the 
VGDQ portion thereof. 



^6r (amended) The [An] isolated nucleibsacid of claim 3, wherein the 
secretory signal sequence is cleaved between thb^G and D residues in the 
VGDQ portion thereof 



C 




26. (amended) An isblated nucleic acid comprising a nucleotide sequence 
encoding a fusion protein com^sjng a secretory signal sequence and a desired 
protein; 
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wherein s^id secretory signal sequence comprises the amino acid 
sequence SEP ID NQ: 10 [MRVLVLALAVALAVGDQSNLG] , or variants of said 
amino acid sequence u^t comprise conservative replacements thereof that 
retain the biological activitl^of directing secretion of the fusion protein from a 
cell and cleavage of the secretoty^ignal sequence from the fusion protein; 

wherein the desired protein intoned to the carboxy- terminus of the 
secretory signal sequence, either directl^^bj^ajinkmg amino acid sequence. 



7. (amended) The [An\ isolated nucleic acid of claim 26 wherein said 
desired protein is [comprising a nucleotide sequence encoding a fusion protein 
comprising a secretory signalWquence and] a reporter proteinf; wherein said 
secretory signal sequence comprises the amino acid sequence 
MRVLVLALAVALAVGDQSNLG, oXvariants of said amino acid sequence that 
comprise conservative replacement^ thereof that retain the biological activities 
of directing secretion of the fusion partem' from a cell and cleavage of the 
secretory signal sequence from the fusion protein; wherein the reporter protein 
is joined to the carboxy-terminus of the secretory signal sequence, either 
directly or by a linking amino acid sequence]. 



— Srtamenied) The [An] isolated nucleic acid of claim 7, wherein the 
nucleotide sequence encoding the secretory signal sequence is SEP ID NO: 11 
[att cac ate cac cag cc atg agg gtg ctt gta^cta^gct ctt get gtg get etc gca gtg ggg 
gac cag tec aac ttg ggg]. 



9. (amended) The isolatedsnucleic acid of claim 7, wherein the reporter 
protein is selected from the group\onsisting of chloramphenicol 
aminotransferase, green fluorescentYPbfein or another aequorin, p-amylase, p- 
lactamase, luciferase, glucuronidase, alkaline phosphatase,, and &- 
galactosidase. 
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1 1 . (amencffed) The [An] isolated nucleic acid of claim 26 wherein said 
desired protein is [Comprising a nucleotide sequence encoding a fusion protein 
comprising a secretory signal sequence and] a lipopolysaccharide-binding 
protein [; wherein said secretory signal sequence comprises the amino acid 
sequence M RVLVLALAVALAVGD Q SNLG, or variants of said amino acid 
sequence that comprise conservative replacements thereof that retain the 
biological activities of directing secretion of the fusion protein from a cell and 
cleavage of the secretory signaPeequence from the fusion protein; wherein the 
lipopolysaccharide-binding pro tei\is joined to the carboxy-terminus of the 
secretory signal sequence either directly or by a linking amino acid sequence]. 

12. (amended) The isolated nucleifc^acid) of claim 11, wherein the 
lipopolysaccharide-binding protein is FactofcX from a horseshoe crab, or a 
variant thereof ^ comprising conserved amino\acid replacements or insertions 
or deletions — that retains lipopolysaccharide-bn^ing activity. 

^^^^(ariiended) The isolated nucleic acid of claim 11, wherein the 
nucleotide sequence encoding the secretory signal sequence is SEP ID NO:l 1 
? / [att cac ate cac cag cc atg agg gtg ctt gta eta get ctt get gtg get etc gca gtg ggg 
gac cag tec aac ttg ggg]. ^~ 




^ST (amended) A recombinant vector comprising the isolated nucleic acid 
of any one of claims 1-6 [1-14]. 

£l.6T (amended) A [recombinant] ho\t cell transformed with the 
recombinant vector of claim 15. 

llf. (amended) The recombinant host celFof claim 16, wherein said cell is 
selected from the group consisting of a bacterial cell, a COS cell, a CHO cell, a 
NIH/3T3 cell, a Schneider 2 cell, a S. cerevisiae cell\md an EPC cell. 
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27. (amended) A host cell transformed with the recombinant vector of 
claim 32 [comprising vector comprising the isolated nucleic acid of claim 26]. 

28. (amended) A mefhe^ for producing a desired protein comprising 
culturing a host cell df\Asim 27 under conditions wherein the desired 

protein is secreted from the host cell; and 

recovering the desired proteha from the culture medium. 




29. (amended) A fubion protein comprising 

(i) a secretory signal sequence polypeptide comprising the amino acid 
sequence SEP ID NO: 10 [MRVDVLALAVALAVGDQSNLG], or variants of said 
amino acid sequence that comprise conservative replacements thereof that 
retain the biological activities of directing secretion of a fusion protein from a 
cell and cleavage of the secretory signal^equence from the fusion protein, and 

(ii) a second polypeptide. 




30. (amended) The fusion protein of claim 29, wherein [said] the second 
polypeptide is a lipopoly saccharide binding protein. 



31. (amended) The fusion protein of claim 29, wherein [said] the second 
polypeptide is a protein selected from the group consisting of chloramphenicol 
aminotransferase, green fluorescent protein or another aequorin, p-amylase, p- 
lactamase, luciferase, glucuronidase, alkaline phosphatase, and fi- 
galactosidase. 



Add new claim 32: 
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